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<150> 10/552,754 
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<150> US 60/457,862 

<151> 2004-03-26 

<160> 7 

<170> Patentln version 3.4 

<210> 1 

<211> 58 

<212> DNA 

<213> yeast 

<400> 1 

cgtagaattc atgcatcatc atcatcatca tcatcatcat catggcccgg ggaatctc 58 



<210> 2 

<211> 36 

<212> DNA 

<213> yeast 

<400> 2 

ataagaatcg gccgatgcac caagattttc aagaag 3 6 



<210> 3 

<211> 40 

<212> DNA 

<213> yeast 

<400> 3 

gcatccccgc ggttatataa aaggtattcc gacaccaacc 40 



<210> 4 

<211> 28 

<212> DNA 

<213> yeast 



<400> 



4 



cgcggatcct atgcctttga acaagtcg 



28 



<210> 5 

<211> 31 

<212> DNA 

<213> yeast 

<400> 5 

caacataata ttcaattgcc ggcattctta t 31 

<210> 6 

<211> 22 

<212> DNA 

<213> yeast 



<400> 



6 



ccggaattca tgtcccctat ac 



22 



<210> 



7 



<211> 



31 



<212> 



DNA 



<213> yeast 



<400> 7 

caacataata ttcaattgcc ggcattctta t 



31 



